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Endoplasmic reticulum 
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a-ketoacid dehydrogenase 
complexes and, 357, 
366-67 
marine diatoms and, 109, 
122-25 
nitrate signaling pathways 
and, 206 
nonselective cation 
channels and, 67, 71-73, 
76-79, 86, 88-95 
phytochelatins and 
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marine diatoms and, 120 
GUS reporter gene 
cell separation processes 
and, 137, 139 
marine diatoms and, 124 
phytochrome-dependent 
signaling and, 335-36 
regulation of lysine 
metabolism in plants and, 
33 
root gravitropism and, 434 


H 
H* 
nonselective cation 
channels and, 84 
salt and drought stress 
signal transduction, 
250-52, 261 
Haemanthus spp. 
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group 
phytochrome-dependent 
signaling and, 342-43 
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Mg-tetrapyrrole biosynthesis 
complex evolution of 
photosynthesis and, 
503-25 
Microarray technology 
rice as comparative 
genomics model and, 402 





SUBJECT INDEX 597 





midribless mutant 
vascular tissue 
differentiation and pattern 
formation, 196 
Mitochondria 
chlororespiration and, 523, 
537 
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phytochelatins and 
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history of research, 1, 6 
Photochemistry 
primary 
photosynthesis and, 
551-71 
Photomorphogenesis 
phytochrome-dependent 
signaling and, 329-47 
Photopigments 
complex evolution of 
photosynthesis and, 
503-25 
Photoreceptor interacting 
network 
phytochrome-dependent 
signaling and, 332-34 


Photorespiration 
Rubisco and, 449-65 
Photosynthesis 
chlororespiration and, 523, 
537 
complex evolution of 
carotenoid biosynthesis 
genes, 517-18 
conclusions, 518 
Cre/lox-mediated 
site-specific 
recombination, 492-94 
cytochrome be complex, 
517 
episomal replicative 
transformation, 482-84 
functional studies of 
promoters, 489-90 
gene function analysis, 
487-89 
geochemical evidence, 
505-7 
heterologous conditional 
promoters, 490-92 
illegitimate integrative 
transformation, 484 
insertion vectors, 
485-86 
introduction, 504 
Mg-tetrapyrrole 
biosynthesis, 507-10 
nonphotosynthesis- 
related molecular 
markers, 507 
oxygenic 
photosynthesis, 
516-17 
reaction center 
apoproteins, 511-15 
replacement vectors, 
486-87 
targeted mutagenesis 
concepts, 484-85 
theories of origin, 505-7 
transformation, 485-87 
unified model for origin 
and evolution of 


reaction centers, 
515-16 
history of research, 1-23 
marine diatoms and, 
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